SEQUENCE LISTING 



<110> Yu, Xuanchuan 

Miranda, Mar i car 
Turner, C. Alexander Jr. 

<12 0> Novel Human Lipase and Polynucleotides Encoding the Same 



<130> LEX-0303-USA 

<150> US 60/264,049 
<151> 2001-01-24 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 4377 

<212> DNA 

<213> homo sapiens 

<400> 1 

atggggctgc ggccaggcat tttcctcctg gagctgctgc tgcttctggg gcaagggacc 60 
cctcagatcc atacctctcc tagaaagagt acattggaag ggcagctatg gccagagacc 120 
ctgaagaatt ctccattccc atgcaaccca aataaattag gagtgaatat gccttctaaa 180 
tcagttcact ctctgaagcc ttctgatatt aaatttgtgg cagccattgg caatctggaa 240 
attcctccag acccagggac gggcgatctg gagaagcaag actggactga aaggccacag 3 00 
caggtgtgca tgggagtgat gacagtcctt tcagacatca tcagatattt cagtccttct 3 60 
gttccaatgc ctgtgtgcca cactggaaag agagtcatac cccacgatgg tgctgaagac 420 
ttgtggattc aggctcaaga actggtgaga aacatgaaag agaacctgca acttgacttt 480 
caatttgact ggaagctcat caatgtgttc ttcagtaatg caagccagtg ttacctgtgc 540 
ccctctgctc aacagaatgg gcttgcggcg ggcggcgtgg atgagctgat gggggtgctg 6 00 
gactacctgc agcaggaggt ccccagagca tttgtaaacc tggtggacct ctctgaggtt 66 0 
gcagaggtct ctcgtcagta tcacggcact tggctcagcc ctgcaccaga gccctgtaat 72 0 
tgctcagagg agaccacccg gctggccaag gtggtgatgc agtggtctta tcaggaagcc 780 
tggaacagcc tcctggcctc cagcaggtac agtgagcagg agtccttcac cgtggttttc 840 
cagcctttct tctatgagac caccccatct ctacactcgg aggacccccg actccaggat 900 
tctaccacgc tggcctggca tctctggaat aggatgatgg agccagcagg agagaaagat 960 
gagccattga gtgtaaaaca cgggaggcca atgaagtgtc cctctcagga gagcccctat 1020 
ctgttcagct acagaaacag caactacctg accagactgc agaaacccca agacaagctt 1080 
gaggtaagag aaggagcgga aatcagatgt cctgacaaag acccctccga tacggttccc 1140 
acctcagttc ataggctgaa gccggctgac atcaacgtaa ttggagccct gggtgactct 12 0 0 
ctcacggcag gcaatggggc cgggtccaca cctgggaacg tcttggacgt cttgactcag 12 60 
taccgaggcc tgtcctggag cgtcggcgga gatgagaaca tcggcaccgt taccaccctg 13 20 
gcgaacatcc tccgggaatt caacccttcc ctgaagggct tctctgttgg cactgggaaa 1380 
gaaaccagtc ctaatgcctt cttaaaccag gctgtggcag gaggccgagc tgaggatcta 1440 
cctgtccagg ccaggaggct ggtggacctg atgaagaatg acacgaggat acactttcag 1500 
gaagactgga agataataac cctgtttata ggcggcaatg acctctgtga tttctgcaat 15 6 0 
gatctggtcc actattctcc ccagaacttc acagacaaca ttggaaaggc cctggacatc 1620 
ctccatgctg aggttcctcg ggcatttgtg aacctggtga cggtgcttga gatcgtcaac 1680 
ctgagggagc tgtaccagga gaaaaaagtc tactgcccaa ggatgatcct caggtctctg 1740 
tgtccctgtg tcctgaagtt tgatgataac tcaacagaac ttgctaccct catcgaattc 1800 
aacaagaagt ttcaggagaa gacccaccaa ctgattgaga gtgggcgata tgacacaagg 1860 
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gaagatttta ctgtggttgt gcagccgttc tttgaaaacg tggacatgcc aaagacctcg 1920 
gaaggattgc ctgacaactc tttcttcgct cctgactgtt tccacttcag cagcaagtct 1980 
cactcccgag cagccagtgc tctctggaac aatatgctgg agcctgttgg ccagaagacg 2 040 
actcgtcata agtttgaaaa caagatcaat atcacatgtc cgaaccaggt ccagccgttt 2100 
ctgaggacct acaagaacag catgcagggt catgggacct ggctgccatg cagggacaga 2160 
gccccttctg ccttgcaccc tacctcagtg catgccctga gacctgcaga catccaagtt 2220 
gtggctgctc tgggggattc tctgaccgct ggcaatggaa ttggctccaa accagacgac 2280 
ctccccgatg tcaccacaca gtatcgggga ctgtcataca gtgcaggagg ggacggctcc 2340 
ctggagaatg tgaccacctt acctaatatc cttcgggagt ttaacagaaa cctcacaggc 2400 
tacgccgtgg gcacgggtga tgccaatgac acgaatgcat tcctcaatca agctgttccc 2460 
ggagcaaagg ctgaggatct tatgagccaa gtccaaactc tgatgcagaa gatgaaagat 2520 
gatcatagag taaatttcca tgaagactgg aaggtcatca cagtgctgat cggaggcagc 2580 
gatttatgtg actactgcac agattcgaat ctgtattctg cagccaactt tgttgaccat 2640 
ctccgcaatg ccttggacgt cctgcataga gaggtgccca gagtcctggt caacctcgtg 27 00 
gacttcctga accccactat catgcggcag gtgttcctgg gaaacccaga caagtgccca 27 60 
gtgcagcagg ccagcgtttt gtgtaactgc gttctgaccc tgcgggagaa ctcccaagag 2820 
ctagccaggc tggaggcctt cagccgagcc taccggagca gcatgcgcga gctggtgggg 2880 
tcaggccgct atgacacgca ggaggacttc tctgtggtgc tgcagccctt cttccagaac 2940 
atccagctcc ctgtcctggc ggatgggctc ccagatacgt ccttctttgc cccagactgc 3000 
atccacccaa atcagaaatt ccactcccag ctggccagag ccctttggac caatatgctt 3060 
gaaccacttg gaagcaaaac agagaccctg gacctgagag cagagatgcc catcacctgt 3120 
cccactcaga atgagccctt cctgagaacc cctcggaata gtaactacac gtaccccatc 3180 
aagccagcca ttgagaactg gggcagtgac ttcctgtgta cagagtggaa ggcttccaat 3240 
agtgttccaa cctctgtcca ccagctccga ccagcagaca tcaaagtggt ggccgccctg 3300 
ggtgactctc tgactacagc agtgggagct cgaccaaaca actccagtga cctacccaca 33 6 0 
tcttggaggg gactctcttg gagcattgga ggggatggga acttggagac tcacaccaca 3420 
ctgcccaaca ttctgaagaa gttcaaccct tacctccttg gcttctctac cagcacctgg 348 0 
gaggggacag caggactaaa tgtggcagcg gaaggggcca gagctaggga catgccagcc 3540 
caggcctggg acctggtaga gcgaatgaaa aacagccccg acatcaacct ggagaaagac 3 600 
tggaagctgg tcacactctt cattggggtc aacgacttgt gtcattactg tgagaatccg 3 66 0 
gaggcccact tggccacgga atatgttcag cacatccaac aggccctgga catcctctct 3720 
gaggagctcc caagggcttt cgtcaacgtg gtggaggtca tggagctggc tagcctgtac 3780 
cagggccaag gcgggaaatg tgccatgctg gcagctcaga acaactgcac ttgcctcaga 3 840 
cactcgcaaa gctccctgga gaagcaagaa ctgaagaaag tgaactggaa cctccagcat 3 900 
ggcatctcca gtttctccta ctggcaccaa tacacacagc gtgaggactt tgcggttgtg 3960 
gtgcagcctt tcttccaaaa cacactcacc ccactgaacg agagagggga cactgacctc 4020 
accttcttct ccgaggactg ttttcacttc tcagaccgcg ggcatgccga gatggccatc 4080 
gcactctgga acaacatgct ggaaccagtg ggccgcaaga ctacctccaa caacttcacc 4140 
cacagccgag ccaaactcaa gtgcccctct cctgagagcc cttacctcta caccctgcgg 4200 
aacagccgat tgctcccaga ccaggctgaa gaagcccccg aggtgctcta ctgggctgtc 4260 
ccagtggcag cgggagtcgg ccttgtggtg ggcatcatcg ggacagtggt ctggaggtgc 4320 
aggagaggtg gccggaggga agatcctcca atgagcctgc gcactgtggc cctctag 4377 

<210> 2 
<211> 1458 
<212> PRT 

<213> homo sapiens 
<400> 2 

Met Gly Leu Arg Pro Gly lie Phe Leu Leu Glu Leu Leu Leu Leu Leu 

1 ~ 5 10 15 

Gly Gin Gly Thr Pro Gin lie His Thr Ser Pro Arg Lys Ser Thr Leu 

20 25 30 

Glu Gly Gin Leu Trp Pro Glu Thr Leu Lys Asn Ser Pro Phe Pro Cys 

35 40 45 

Asn Pro Asn Lys Leu Gly Val Asn Met Pro Ser Lys Ser Val His Ser 
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Leu Lys Pro Ser Asp lie Lys Phe Val Ala Ala He Gly Asn Leu Glu 
65 70 75 80 

He Pro Pro Asp Pro Gly Thr Gly Asp Leu Glu Lys Gin Asp Trp Thr 

85 90 95 

Glu Arg Pro Gin Gin Val Cys Met Gly Val Met Thr Val Leu Ser Asp 

100 105 HO 

He He Arg Tyr Phe Ser Pro Ser Val Pro Met Pro Val Cys His Thr 

115 120 125 

Gly Lys Arg Val He Pro His Asp Gly Ala Glu Asp Leu Trp He Gin 

130 135 140 

Ala Gin Glu Leu Val Arg Asn Met Lys Glu Asn Leu Gin Leu Asp Phe 
145 150 155 160 

Gin Phe Asp Trp Lys Leu He Asn Val Phe Phe Ser Asn Ala Ser Gin 

165 170 175 

Cys Tyr Leu Cys Pro Ser Ala Gin Gin Asn Gly Leu Ala Ala Gly Gly 

180 185 190 

Val Asp Glu Leu Met Gly Val Leu Asp Tyr Leu Gin Gin Glu Val Pro 

195 200 205 

Arg Ala Phe Val Asn Leu Val Asp Leu Ser Glu Val Ala Glu Val Ser 

210 215 220 

Arg Gin Tyr His Gly Thr Trp Leu Ser Pro Ala Pro Glu Pro Cys Asn 
225 ~ 230 235 240 

Cys Ser Glu Glu Thr Thr Arg Leu Ala Lys Val Val Met Gin Trp Ser 

245 250 255 

Tyr Gin Glu Ala Trp Asn Ser Leu Leu Ala Ser Ser Arg Tyr Ser Glu 

260 265 270 

Gin Glu Ser Phe Thr Val Val Phe Gin Pro Phe Phe Tyr Glu Thr Thr 

275 280 285 

Pro Ser Leu His Ser Glu Asp Pro Arg Leu Gin Asp Ser Thr Thr Leu 

290 295 300 

Ala Trp His Leu Trp Asn Arg Met Met Glu Pro Ala Gly Glu Lys Asp 
305 ' 310 315 320 

Glu Pro Leu Ser Val Lys His Gly Arg Pro Met Lys Cys Pro Ser Gin 

325 330 335 

Glu Ser Pro Tyr Leu Phe Ser Tyr Arg Asn Ser Asn Tyr Leu Thr Arg 

340 345 350 

Leu Gin Lys Pro Gin Asp Lys Leu Glu Val Arg Glu Gly Ala Glu He 

355 360 365 

Arg Cys Pro Asp Lys Asp Pro Ser Asp Thr Val Pro Thr Ser Val His 

370 375 380 

Arg Leu Lys Pro Ala Asp He Asn Val He Gly Ala Leu Gly Asp Ser 
385 390 395 400 

Leu Thr Ala Gly Asn Gly Ala Gly Ser Thr Pro Gly Asn Val Leu Asp 

405 410 415 

Val Leu Thr Gin Tyr Arg Gly Leu Ser Trp Ser Val Gly Gly Asp Glu 

420 425 430 

Asn He Gly Thr Val Thr Thr Leu Ala Asn He Leu Arg Glu Phe Asn 

435 440 445 

Pro Ser Leu Lys Gly Phe Ser Val Gly Thr Gly Lys Glu Thr Ser Pro 

450 455 460 

Asn Ala Phe Leu Asn Gin Ala Val Ala Gly Gly Arg Ala Glu Asp Leu 
465 470 475 480 

Pro Val Gin Ala Arg Arg Leu Val Asp Leu Met Lys Asn Asp Thr Arg 

485 490 495 

He His Phe Gin Glu Asp Trp Lys He He Thr Leu Phe He Gly Gly 
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500 505 510 

Asn Asp Leu Cys Asp Phe Cys Asn Asp Leu Val His Tyr Ser Pro Gin 

515 520 525 

Asn Phe Thr Asp Asn lie Gly Lys Ala Leu Asp lie Leu His Ala Glu 

530 535 540 

Val Pro Arg Ala Phe Val Asn Leu Val Thr Val Leu Glu lie Val Asn 
545 550 555 560 

Leu Arg Glu Leu Tyr Gin Glu Lys Lys Val Tyr Cys Pro Arg Met lie 

565 570 575 

Leu Arg Ser Leu Cys Pro Cys Val Leu Lys Phe Asp Asp Asn Ser Thr 

580 585 590 

Glu Leu Ala Thr Leu lie Glu Phe Asn Lys Lys Phe Gin Glu Lys Thr 

595 600 605 

His Gin Leu lie Glu Ser Gly Arg Tyr Asp Thr Arg Glu Asp Phe Thr 

610 615 620 

Val Val Val Gin Pro Phe Phe Glu Asn Val Asp Met Pro Lys Thr Ser 
625 630 635 640 

Glu Gly Leu Pro Asp Asn Ser Phe Phe Ala Pro Asp Cys Phe His Phe 

645 650 655 

Ser Ser Lys Ser His Ser Arg Ala Ala Ser Ala Leu Trp Asn Asn Met 

660 665 670 

Leu Glu Pro Val Gly Gin Lys Thr Thr Arg His Lys Phe Glu Asn Lys 

675 680 685 

He Asn He Thr Cys Pro Asn Gin Val Gin Pro Phe Leu Arg Thr Tyr 

690 695 700 

Lys Asn Ser Met Gin Gly His Gly Thr Trp Leu Pro Cys Arg Asp Arg 
705 710 715 720 

Ala Pro Ser Ala Leu His Pro Thr Ser Val His Ala Leu Arg Pro Ala 

725 730 735 

Asp He Gin Val Val Ala Ala Leu Gly Asp Ser Leu Thr Ala Gly Asn 

740 745 750 

Gly He Gly Ser Lys Pro Asp Asp Leu Pro Asp Val Thr Thr Gin Tyr 

755 760 765 

Arg Gly Leu Ser Tyr Ser Ala Gly Gly Asp Gly Ser Leu Glu Asn Val 

770 775 780 

Thr Thr Leu Pro Asn He Leu Arg Glu Phe Asn Arg Asn Leu Thr Gly 
785 790 795 800 

Tyr Ala Val Gly Thr Gly Asp Ala Asn Asp Thr Asn Ala Phe Leu Asn 

805 810 815 

Gin Ala Val Pro Gly Ala Lys Ala Glu Asp Leu Met Ser Gin Val Gin 

820 825 830 

Thr Leu Met Gin Lys Met Lys Asp Asp His Arg Val Asn Phe His Glu 

835 840 845 

Asp Trp Lys Val He Thr Val Leu He Gly Gly Ser Asp Leu Cys Asp 

850 855 860 

Tyr Cys Thr Asp Ser Asn Leu Tyr Ser Ala Ala Asn Phe Val Asp His 
865 870 875 880 

Leu Arg Asn Ala Leu Asp Val Leu His Arg Glu Val Pro Arg Val Leu 

885 890 895 

Val Asn Leu Val Asp Phe Leu Asn Pro Thr He Met Arg Gin Val Phe 

900 905 910 

Leu Gly Asn Pro Asp Lys Cys Pro Val Gin Gin Ala Ser Val Leu Cys 

915 920 925 

Asn Cys Val Leu Thr Leu Arg Glu Asn Ser Gin Glu Leu Ala Arg Leu 

930 935 940 

Glu Ala Phe Ser Arg Ala Tyr Arg Ser Ser Met Arg Glu Leu Val Gly 
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945 








9 f 0 








960 


Ser Gly Arg 


Tyr 


Asp 


Thr Gin Glu Asp 


DV-io Qor \Ta~\ 
irne ofcijL val 


Val Leu 
a eu 


Gin 


















975 




Phe Phe 


Gin 


Asn 


lie 


Gin Leu Pro Val 


Leu Ala Asp 


Gly Leu 


Pro 


sp 






980 




985 




990 






Thr Ser 


Phe 


Phe 


Ala 


Pro Asp Cys lie 


His Pro Asn 


Gin Lys 


6 


His 
is 




995 










1005 






Ser Gin 


Leu 


Ala 


Arg 


Ala Leu Trp Thr 


Asn Met Leu 


Glu Pro 


Leu 


Gly 


1010 






1015 


1020 






Ser Lys 


Thr 


Glu 


Thr 


Leu Asp Leu Arg 


Ala Glu Met 


Pro lie 


Thr 


Cys 


1025 








1030 


1035 






1040 


Pro Thr 


Gin 


Asn 


Glu 


Pro Phe Leu Arg 


Thr Pro Arg Asn Ser 


Asn 


Tyr 








1045 


1050 




1055 


Thr Tyr 


Pro 


lie 


Lys 


Pro Ala lie Glu 


Asn Trp Gly 


Ser Asp 


Phe 


Leu 






1060 


1065 


1070 




Cys Thr 


Glu 


Trp 


Lys 


Ala Ser Asn Ser 


Val Pro Thr 


Ser Val 


His 


Gin 




1075 




1080 




1085 






Leu Arg 


Pro 


Ala 


Asp 


lie Lys Val Val 


Ala Ala Leu 


Gly Asp 


Ser 


Leu 


1090 






1095 


1100 






Thr Thr 


Ala 


Val 


Gly 


Ala Arg Pro Asn 


Asn Ser Ser 


Asp Leu 


Pro 


Thr 


1105 








1110 


1115 






1120 


Ser Trp 


Arg 


Gly 


Leu 


Ser Trp Ser lie 


Gly Gly Asp 


Gly Asn 


Leu 


Glu 








1125 


1130 




1135 


Thr His 


Thr 


Thr 


Leu 


Pro Asn lie Leu 


Lys Lys Phe 


Asn Pro 


Tyr 


Leu 






1140 


1145 


1150 




Leu Gly 


Phe 


Ser 


Thr 


Ser Thr Trp Glu 


Gly Thr Ala 


Gly Leu 


Asn 


Val 




1155 




1160 




1165 






Ala Ala 


Glu 


Gly 


Ala 


Arg Ala Arg Asp 


Met Pro Ala 


Gin Ala 


Trp 


Asp 


1170 






1175 


1180 






Leu Val 


Glu 


Arg 


Met 


Lys Asn Ser Pro 


Asp lie Asn 


Leu Glu 


Lys 


Asp 


1185 








1190 


1195 






1200 


Trp Lys 


Leu 


Val 


Thr 


Leu Phe lie Gly Val Asn Asp 


Leu Cys 


His 


Tyr 








1205 


1210 




1215 


Cys Glu 


Asn 


Pro 


Glu 


Ala His Leu Ala 


Thr Glu Tyr 


Val Gin 


His 


He 






1220 


1225 


1230 




Gin Gin 


Ala 


Leu 


Asp 


lie Leu Ser Glu 


Glu Leu Pro 


Arg Ala 


Phe 


Val 




1235 




1240 




1245 






Asn Val 


Val 


Glu 


Val 


Met Glu Leu Ala 


Ser Leu Tyr 


Gin Gly Gin 


Gly 


1250 






1255 


1260 






Gly Lys 


Cys 


Ala 


Met 


Leu Ala Ala Gin 


Asn Asn Cys 


Thr Cys 




Arg 


1265 








1270 


1275 






1280 


His Ser 


Gin 


Ser 


Ser 


Leu Glu Lys Gin 


Glu Leu Lys 


Lys Val 


Asn 


Trp 








1285 


1290 




1295 


Asn Leu 


Gin 


His 


Gly 


lie Ser Ser Phe 


Ser Tyr Trp 


His Gin 


Tyr 


Thr 






1300 


1305 


1310 




Gin Arg 


Glu 


Asp 


Phe 


Ala Val Val Val 


Gin Pro Phe 


Phe Gin 


Asn 


Thr 




1315 




1320 




1325 






Leu Thr 


Pro 


Leu Asn Glu Arg Gly Asp 


Thr Asp Leu 


Thr Phe 


Phe 


Ser 


1330 






1335 


1340 






Glu Asp 


Cys 


Phe 


His 


Phe Ser Asp Arg Gly His Ala 


Glu Met 


Ala 


He 


1345 








1350 


1355 






1360 


Ala Leu 


Trp 


Asn 


Asn 


Met Leu Glu Pro 


Val Gly Arg 


Lys Thr 


Thr 


Ser 








1365 


1370 




1375 


Asn Asn 


Phe 


Thr 


His 


Ser Arg Ala Lys 


Leu Lys Cys 


Pro Ser 


Pro 


Glu 






138 


0 


138 


5 


1390 




Ser Pro 


Tyr 


Leu 


Tyr 


Thr Leu Arg Asn 


Ser Arg Leu 


Leu Pro 


Asp 


Gin 
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1395 1400 1405 

Ala Glu Glu Ala Pro Glu Val Leu Tyr Trp Ala Val Pro Val Ala Ala 

1410 1415 1420 

Gly Val Gly Leu Val Val Gly lie lie Gly Thr Val Val Trp Arg Cys 
1425 1430 1435 1440 

Arg Arg Gly Gly Arg Arg Glu Asp Pro Pro Met Ser Leu Arg Thr Val 
1445 1450 1455 

Ala Leu 
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